
TCCATGCTGCACTGTGTGGCCAACCCCATCCTCTACAACTTTCTCAGCCCGAGCTTCeSGGG. 
CCGACTGCTGAGCCTTGTGGTTCGTTACCTTCCCAAGGAGCAGGCCAGGGCAGCAGGTGGTC 
GTGCCTCCTCTTCTTCTTCCACCCAGCACTCCATCATCATTACCAAAGAGGGCAGCCTGCCC 
GCTGCAGCGGATCTCCACACCCACCCCATCCGAAACGTTCAGGCGTCCTCTCCGCCTCCAAA 
CACCTCACCTACACTCTGCAATTCCGTAGCCAGCTAAGGTAGACTCTAGCTTCCTCCACCAA 
TAAGAAAGTTCAGAGGGGGATGCGAGAGGTCTGTGGGAGGGGGTGGGAAGGACTGGCTTGTT 
CAGGGCCAATTTAAGTATATCAAAACGTTGCTGTGGGGAGAGGGAAACGGTTCGGGAAGGAC 
AGAGAATGGATCTTTCCTTGATAGTACACTATTTGTTTGGGTACTGATGTCTAAGGGAGCCA 
CACCGGTGGGGCGTGGGGGGTGGGGAAGCG (SEQ ID N0:1) 



FIGURE 1 




underlined = deleted in targeting construct 

[ ]= sequence flanking Neo insert in targeting construct 



[TCCATGCTGCACTGTGTGGCCAACCCCATCCTCTAC ] AACTTTCTCAGCCCGAGCTTCC 
GGGGCCGACTGCTGAGCCTTGTGGTTCGTTACCTTCCCAAGGAGCAGGCCAGGGCAGCAG 
GTGGTCGTGCCTCCTCTTC [ TTC TTC C AC C C AGC AC TCC ATC ATC ATTAC C AAAGAGGGC 
AGCCTGCCCGCTGCAGCGGATCTCCACACCCACCCCATCCGAAACGTTCAGGCGTCCTCT 
CCGCCTCCAAACACCTCACCTACACTCTGCAATTCCGTAGCCAGCTAAGGTAGACTCTAG 
CTTCCTCCACCAATAAGAAAGTTCAGAGGGGGATGCGAGAGGTCTGTGGGAGGGGGTGGG 
AAGGAC TGGC TTGTTC AGGGCC AATTTAAGTATATC AAAAC GTTGC TGTGGGGAGAGGGA 
AACGGTTC GGGAAGGAC AGAGAATGGATC TTTCCTTGATAGTAC AC TATTTGTTTGGGTA 
CTGATGTCTAAGGGAGCCACACCGGTGGGGCGTGGGGGGTGGGGAAGCG] 
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Gene Sequence 
Structure * 



37 bp 



Sequence Deleted 



137 bp 



Size of partial 
cDNA: 526 bp 



Targeting Vector* 
(genomic sequence) 

Construct Number: 3267 



Arm Length: 
5': 2.5 kb 
3': 1.8 kb 



Targeting Vector 



• Endogenous Lociw 

* Not drawn to scale 



5' arm 



LacZ-Neo 
Cassette 



3* arm 




5 ' > GGC GC C AC TGCC TGTTG ATGT 
GGGCTTACATAGTTGTCTTTGCCA 
TCTGCTGGCTGCCCTACCAAGTGA 
CTATGCTGCTGCTCACTCTGCACG 
GG AC C C AC ATC TTC C TC C AC TGTC 
ACC TGGTT AAC C TTC TC T AC TTC T 
TCT AC GAAATC ATC G AC TGC TTTT 
CCATGCTGCACTGTGTGGCCAACC 
CCATCCTCTACO' 
(SEQ ID NO: 2) 



5 1 >TTCTTCCACCCAGCACTCCAT 
CATCATTACCAAAGAGGGCAGCCT 
GCCCGCTGCAGCGGATCTCCACAC 
C C AC C C CATC C G AAAC GTTC AGGC 
GTCCTCTCCGCCTCCAAACACCTC 
AC C T AC AC TC TGC AATTC TGT AGC 
C AGC T AAGGT AG AC TC T AGC TTC C 
TCCACCAACAAGAAAGTTCAGAGG 
GGGATGCGAGA<3 * 
{SEQ ID NO: 3) 
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